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This synonymous variant (no REVEL score applicable) has SpliceAl scores <0.20 (0.01) (BP4). Evolutionary conservation prediction
algorithms predict the site as not being conserved (PhyloP score < 2.0 (0.522) (BP7). In summary, this variant meets criteria to be
classified as likely benign. ACMG/AMP criteria applied, as specified by the Myeloid Malignancy Variant Curation Expert Panel for RUNX1:

BP4, BP7.
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Synonymous variant (no REVEL score applicable) and SpliceAl score is <0.20 (0.01)

Evolutionary conservation prediction algorithms predict the site as not being conserved (PhyloP score < 2.0 (0.522)
(BP7).
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