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RASopathy VCEP

HGVS expressions

NM_002755.3(MAP2K1):c.927A>T (p.Ala309=)
NM_002755.3:c.927A>T
ENST00000307102.9:c.927A>T
ENST00000566326.1:c.399A>T
NC_000015.10:9.66487259A>T
CMO000677.2:9.66487259A>T
NC_000015.9:9.66779597A>T
CMO000677.1:9.66779597A>T
NC_000015.8:9.64566651A>T
NG_008305.1:9.105387A>T

Expert Panel

RASopathy VCEP [
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[4 Criteria Specifications for this VCEP

The filtering allele frequency of the c.927A>T (p.Ala309=) variant in the MAP2K1 gene is 1.307% (156/10406) of African chromosomes by
the Exome Aggregation Consortium, which is a high enough frequency to be classified as benign based on thresholds defined by the
ClinGen RASopathy Expert Panel (BAl; PMID:29493581)
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BAl D v The filtering allele frequency of the c.927A>T (p.Ala309=) variant in the MAP2K1 gene is 1.307% (156/10406) of
African chromosomes by the Exome Aggregation Consortium, which is a high enough frequency to be classified as
benign based on thresholds defined by the ClinGen RASopathy Expert Panel (BAl; PMID:29493581)
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The information on this website is not intended for direct diagnostic use or medical decision-making without review by a genetics professional. Individuals should not change their health behavior solely on the basis
of information contained on this website. If you have questions about the information contained on this website, please see a health care professional.
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